IDENTIFICATION OF MARKER PROTEINS FOR THE DETERMINATION
OF MONOFLORAL HONEYS

Tobias Wiezorek!, Gudrun Beckh?, Cord Lillmann? 65?&'342&1%

Karl Speer? DRESDEN

1 Quality Services International GmbH * Department of Food Chemistry

Flughafendamm 9a, D-28199 Bremen, Germany Bergstrasse 66, D-01062 Dresden, Germany

info@qsi-g3.de Karl.Speer@chemie.tu-dresden.de
\ 9X\5/\)/Lilt; ::ir 40xAcacia 1x Amorfa
: P : : 1x Arbutus . . ]
Aside of the pollen varieties, honey contains species of 913XA¥0Chad2 Simple and rapid photometric methods were used or
. . o .. . XxBuckwhea ] . .
proteins at concentrations of 0.2 to 2%, mostly originating 35xThyme 4xCalluna developed and validated for the analysis. Following
from honey bees, and to a lesser degree originating from 1oxCiBstnut oarameters can be measured from one weighted sample:
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analyzed in order to dEVG'Op an alternatlve/Standard|ZEd G AxCoffee e Acid phosphatase act|V|ty (measured via degradation of p-nitrophenylphosphate)
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42xRape 39xEucalyptus e * Protein content (Bradford method!3!)
éme basis of this study should be a large number of differeﬁ To determine glucose oxidase in the presence of catalase
. . 10xPine . . r- . .
monofloral honeys, so that possible marker proteins could be Btireeh o and vice versa, a specific enzyme reaction were exploited
. g : : : 2xMint - . : .
significantly funded and a multivariate data analysis can be SR and validated for the selective determination of each
made. More than 500 monofloral honeys were collected 7xManuka enzyme.

' : : a0y 7 aor e The measurements were performed by using a random
worldwide (Fig. 1). Each sample was analyzed by melisso- o N P y g
palynology and supplementary criterial? for its floral origin. : 2xLeatherwood access analyzer.
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(PCA, Fig. 3), which describe 61% of the total variance of the -
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. In Figure 4a, buckwheat honey drops again, and a distinct Fig. 4b: Diagram of the honeys on the basis of the two main components (zoomed)
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the amino acid profile ? ! ’ ! : ? *
mea”y for buckwheat hOneyS. j ) PCA1: 76% Glucose Oxidase, 75% Amylase, 75% Invertase
Fig. 4c: Diagram of all honeys on the basis of the two main components

Monofloral honeys contain marker proteins, which can be partly used to characterize the botanical origin.
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